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<170> Microsoft Word 

<210> 1 

<211> 4042 

<212> DNA 

<213> Homo sapiens 

<400> 1 

gtttcaggca gcgctgcgtc ctgctgcgca 



cgtgggaagcXcctggccccg gccacccccg 60 



cgjatgccgcg cgctccccgc tgccgagccg tgcgctccct go^gcgcagc cactaccgcg 120 
ag^gtgctgcc gctggccacg ttcgtgcggc gcctggggcc cca^gctgg cggctggtgc 180 
agcgcgggga cccggcggct ttccgcgcgc tggtggccca gtgccutagtg tgcgtgccct 240 



gggacgcacg gccgcccccc gccgccccct ccttccgcca ggtgtcctgc ctgaaggagc 300 
tggtggcccg agtgctgcag aggctgtgcg agcgcggcgc gaagaacgtgXctggccttcg 360 
gcttcgcgct gctggacggg gcccgcgggg gcccccccga ggccttcacc a>ccagcgtgc 420 



gcagctacct gcccaacacg gtgaccgacg cactgcgggg gagcggggcg tggS099ctgc 480 
tgctgcgccg cgtgggcgac gacgtgctgg ttcacctgct ggcacgctgc gcgcqctttg 540 
tgctggtggc tcccagctgc gcctaccagg tgtgcgggcc gccgctgtac cagctcggcg 600 
ctgccactca ggcccggccc ccgccacacg ctagtggacc ccgaaggcgt ctgggatgog 660 
aacgggcctg gaaccatagc gtcagggagg ccggggtccc cctgggcctg ccagccccgg V20 
gtgcgaggag gcgcgggggc agtgccagcc gaagtctgcc gttgcccaag aggcccaggc 7 
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gtggcgctgc 


ccctgagccg 


gagcggacgc 


ccgttgggca 


ggggtcctgg 


gcccacccgg 


840 


gcaggacgcg 


tggaccgagt 


gaccgtggtt 


tctgtgtggt 


gtcacctgcc 


agacccgccg 


r\ r\ 

900 


aagaagccac 


ctctttggag 


ggtgcgctct 


ctggcacgcg 


ccactcccac 


ccatccgtgg 


e\ f f\ 

960 


gccgccagca 


ccacgcgggc 


cccccatcca 


catcgcggcc 


accacgtccc 


tgggacacgc 


1020 


cttgtccccc 


ggtgtacgcc 


gagaccaagc 


acttcctcta 


ctcctcaggc 


gacaaggagc 


1080 


agctgcggcc 


ctccttccta 


ctcagctctc 


tgaggcccag 


cctgactggc 


gctcggaggc 


1140 


tcgtggagac 


catctttctg 


ggttccaggc 


cctggatgcc 


agggactccc 


cgcaggttgc 


■1 o rt 
1200 


cccgcctgcc 


ccagcgctac 


tggcaaatgc 


ggcccctgtt 


tctggagctg 


cttgggaacc 


1260 


acgcgcagtg 


cccctacggg 


gtgctcctca 


agacgcactg 


cccgctgcga 


gctgcggtca 


1320 


ccccagcagc 


cggtgtctgt 


gcccgggaga 


agccccaggg 


ctctgtggcg 


gcccccgagg 


1380 


aggaggacac 


agacccccgt 


cgcctggtgc 


agctgctccg 


ccagcacagc 


agcccctggc 


1440 


aggtgtacgg 


cttcgtgcgg 


gcctgcctgc 


gccggctggt 


gcccccaggc 


ctctggggct 


1500 


ccaggcacaa 


cgaacgccgc 


ttcctcagga 


acaccaagaa 


gttcatctcc 


ctggggaagc 


1560 


atgccaagct 


ctcgctgcag 


gagctgacgt 


ggaagatgag 


cgtgcgggac 


tgcgcttggc 


1620 


tgcgcaggag 


cccaggggtt 


ggctgtgttc 


cggccgcaga 


gcaccgtctg 


cgtgaggaga 


1680 


tcctggccaa 


gttcctgcac 


tggctgatga 


gtgtgtacgt 


cgtcgagctg 


ctcaggtctt 


1740 


tcttttatgt 


cacggagacc 


acgtttcaaa 


agaacaggct 


ctttttctac 


cggaagagtg 


1800 


tctggagcaa 


gttgcaaagc 


attggaatca 


gacagcactt 


gaagagggtg 


cagctgcggg 


1860 


agctgtcgga 


agcagaggtc 


aggcagcatc 


gggaagccag 


gcccgccctg 


ctgacgtcca 


1920 


gactccgctt 


catccccaag 


cctgacgggc 


tgcggccgat 


tgtgaacatg 


gactacgtcg 


1980 


tgggagccag 


aacgttccgc 


agagaaaaga 


gggccgagcg 


tctcacctcg 


agggtgaagg 


2040 


cactgttcag 


cgtgctcaac 


tacgagcggg 


cgcggcgccc 


cggcctcctg 


ggcgcctctg 


2100 


tgctgggcct 


ggacgatatc 


cacagggcct 


ggcgcacctt 


cgtgctgcgt 


gtgcgggccc 


2160 


aggacccgcc 


gcctgagctg 


tactttgtca 


aggtggatgt 


gacgggcgcg 


tacgacacca 


2220 


tcccccagga 


caggctcacg 


gaggtcatcg 


ccagcatcat 


caaaccccag 


aacacgtact 


2280 


gcgtgcgtcg 


gtatgccgtg 


gtccagaagg 


ccgcccatgg 


gcacgtccgc 


aaggccttca 


2340 


agagccacgt 


ctctaccttg 


acagacctcc 


agccgtacat 


gcgacagttc 


gtggctcacc 


2400 


tgcaggagac 


cagcccgctg 


agggatgccg 


tcgtcatcga 


gcagagctcc 


tccctgaatg 


2460 
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aggccagcag 


tggcctcttc 


gacgtcttcc 


tacgcttcat 


gtgccaccac 


gccgtgcgca 


2520 


tcaggggcaa 


gtcctacgtc 


cagtgccagg 


ggatcccgca 


gggctccatc 


ctctccacgc 


2580 


tgctctgcag 


cctgtgctac 


ggcgacatgg 


agaacaagct 


gtttgcgggg 


attcggcggg 


2640 


acgggctgct 


cctgcgtttg 


gtggatgatt 


tcttgttggt 


gacacctcac 


ctcacccacg 


2700 


cgaaaacctt 


cctcaggacc 


ctggtccgag 


gtgtccctga 


gtatggctgc 


gtggtgaact 


2760 


tgcggaagac 


agtggtgaac 


ttccctgtag 


aagacgaggc 


cctgggtggc 


acggcttttg 


2820 


ttcagatgcc 


ggcccacggc 


ctattcccct 


ggtgcggcct 


gctgctggat 


acccggaccc 


2880 


tggaggtgca 


gagcgactac 


tccagctatg 


cccggacctc 


catcagagcc 


agtctcacct 


2940 


tcaaccgcgg 


cttcaaggct 


gggaggaaca 


tgcgtcgcaa 


actctttggg 


gtcttgcggc 


3000 


tgaagtgtca 


cagcctgttt 


ctggatttgc 


aggtgaacag 


cctccagacg 


gtgtgcacca 


3060 


acatctacaa 


gatcctcctg 


ctgcaggcgt 


acaggtttca 


cgcatgtgtg 


ctgcagctcc 


3120 


catttcatca 


gcaagtttgg 


aagaacccca 


catttttcct 


gcgcgtcatc 


tctgacacgg 


3180 


cctccctctg 


ctactccatc 


ctgaaagcca 


agaacgcagg 


gatgtcgctg 


ggggccaagg 


3240 


gcgccgccgg 


ccctctgccc 


tccgaggccg 


tgcagtggct 


gtgccaccaa 


gcattcetgc 


3300 


tcaagctgac 


tcgacaccgt 


gtcacctacg 


tgccactcct 


ggggtcactc 


aggacagccc 


3360 


agacgcagct 
aC|Ccggcact 


gagtcggaag 
^ccc:tc%acl 


ctcccgggga 

I-] [■ ^ ' 
t^Cjaagacc^a 


cgacgctgac tgccctggag 
' t c jc t g^ a qt^Ja t g g c c a c c c 


gccgcagcca 


3420 



<211> 1132 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Pro Arg Ala Pro Arg Cys Arg Ala Val Arg Ser Leu Leu Arg Ser 
15 10 15 

His Tyr Arg Glu Val Leu Pro Leu Ala Thr Phe Val Arg Arg Leu Gly 

20 25 30 

Pro Gin Gly Trp Arg Leu Val Gin Arg Gly Asp Pro Ala Ala Phe Arg 
35 40 45 

Ala Leu Val Ala Gin Cys Leu Val Cys Val Pro Trp Asp Ala Arg Pro 
50 55 60 

Pro Pro Ala Ala Pro Ser Phe Arg Gin Val Ser Cys Leu Lys Glu Leu 
65 70 75 80 

Val Ala Arg Val Leu Gin Arg Leu Cys Glu Arg Gly Ala Lys Asn Val 



85 



90 



95 



Leu Ala Phe Gly Phe Ala Leu Leu Asp Gly Ala Arg Gly Gly Pro Pro 

100 105 110 

Glu Ala Phe Thr Thr Ser Val Arg Ser Tyr Leu Pro Asn Thr Val Thr 
115 120 125 

Asp Ala Leu Arg Gly Ser Gly Ala Trp Gly Leu Leu Leu Arg Arg Val 
130 135 140 

Gly Asp Asp Val Leu Val His Leu Leu Ala Arg Cys Ala Leu Phe Val 
145 150 155 160 

Leu Val Ala Pro Ser Cys Ala Tyr Gin Val Cys Gly Pro Pro Leu Tyr 

165 170 175 

Gin Leu Gly Ala Ala Thr Gin Ala Arg Pro Pro Pro His Ala Ser Gly 

180 185 190 

Pro Arg Arg Arg Leu Gly Cys Glu Arg Ala Trp Asn His Ser Val Arg 
195 200 205 

Glu Ala Gly Val Pro Leu Gly Leu Pro Ala Pro Gly Ala Arg Arg Arg 
210 215 220 

Gly Gly Ser Ala Ser Arg Ser Leu Pro Leu Pro Lys Arg Pro Arg Arg 
225 230 235 240 

Gly Ala Ala Pro Glu Pro Glu Arg Thr Pro Val Gly Gin Gly Ser Trp 

245 250 255 

Ala His Pro Gly Arg Thr Arg Gly Pro Ser Asp Arg Gly Phe Cys Val 

260 265 270 

Val Ser Pro Ala Arg Pro Ala Glu Glu Ala Thr Ser Leu Glu Gly Ala 
275 280 285 

Leu Ser Gly Thr Arg His Ser His Pro Ser Val Gly Arg Gin His His 
290 295 300 

Ala Gly Pro Pro Ser Thr Ser Arg Pro Pro Arg Pro Trp Asp Thr Pro 
305 310 315 320 

Cys Pro Pro Val Tyr Ala Glu Thr Lys His Phe Leu Tyr Ser Ser Gly 

325 330 335 

Asp Lys Glu Gin Leu Arg Pro Ser Phe Leu Leu Ser Ser Leu Arg Pro 

340 345 350 

Ser Leu Thr Gly Ala Arg Arg Leu Val Glu Thr lie Phe Leu Gly Ser 
355 360 365 



Arg Pro Trp Met Pro Gly Thr Pro Arg Arg Leu Pro Arg Leu Pro Gin 
370 375 380 



Arg Tyr Trp Gin Met Arg Pro Leu Phe Leu Glu Leu Leu Gly Asn His 
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385 



390 



395 



400 



Ala Gin Cys Pro Tyr Gly Val Leu Leu Lys Thr His Cys Pro Leu Arg 

405 410 415 

Ala Ala Val Thr Pro Ala Ala Gly Val Cys Ala Arg Glu Lys Pro Gin 

420 425 430 

Gly Ser Val Ala Ala Pro Glu Glu Glu Asp Thr Asp Pro Arg Arg Leu 
435 440 445 

Val Gin Leu Leu Arg Gin His Ser Ser Pro Trp Gin Val Tyr Gly Phe 
450 455 460 

Val Arg Ala Cys Leu Arg Arg Leu Val Pro Pro Gly Leu Trp Gly Ser 
465 470 475 480 

Arg His Asn Glu Arg Arg Phe Leu Arg Asn Thr Lys Lys Phe lie Ser 

485 490 495 

Leu Gly Lys His Ala Lys Leu Ser Leu Gin Glu Leu Thr Trp Lys Met 

500 505 510 

Ser Val Arg Asp Cys Ala Trp Leu Arg Arg Ser Pro Gly Val Gly Cys 
515 520 525 

Val Pro Ala Ala Glu His Arg Leu Arg Glu Glu lie Leu Ala Lys Phe 
530 535 540 

Leu His Trp Leu Met Ser Val Tyr Val Val Glu Leu Leu Arg Ser Phe 
545 550 555 560 

Phe Tyr Val Thr Glu Thr Thr Phe Gin Lys Asn Arg Leu Phe Phe Tyr 

565 570 575 

Arg Lys Ser Val Trp Ser Lys Leu Gin Ser lie Gly lie Arg Gin His 

580 585 590 

Leu Lys Arg Val Gin Leu Arg Glu Leu Ser Glu Ala Glu Val Arg Gin 
595 600 605 

His Arg Glu Ala Arg Pro Ala Leu Leu Thr Ser Arg Leu Arg Phe lie 
610 615 620 

Pro Lys Pro Asp Gly Leu Arg Pro He Val Asn Met Asp Tyr Val Val 
625 630 635 - 640 

Gly Ala Arg Thr Phe Arg Arg Glu Lys Arg Ala Glu Arg Leu Thr Ser 

645 650 655 

Arg Val Lys Ala Leu Phe Ser Val Leu Asn Tyr Glu Arg Ala Arg Arg 

660 665 670 

Pro Gly Leu Leu Gly Ala Ser Val Leu Gly Leu Asp Asp He His Arg 
675 680 685 



Ala Trp Arg Thr Phe Val Leu Arg Val Arg Ala Gin Asp Pro Pro Pro 
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690 



695 



700 



Glu Leu Tyr Phe Val Lys Val Asp Val Thr Gly Ala Tyr Asp Thr lie 
705 710 715 720 

Pro Gin Asp Arg Leu Thr Glu Val He Ala Ser He He Lys Pro Gin 

725 730 735 

Asn Thr Tyr Cys Val Arg Arg Tyr Ala Val Val Gin Lys Ala Ala His 

740 745 750 

Gly His Val Arg Lys Ala Phe Lys Ser His Val Ser Thr Leu Thr Asp 
755 760 765 

Leu Gin Pro Tyr Met Arg Gin Phe Val Ala His Leu Gin Glu Thr Ser 
770 775 780 

Pro Leu Arg Asp Ala Val Val He Glu Gin Ser Ser Ser Leu Asn Glu 
785 790 795 800 

Ala Ser Ser Gly Leu Phe Asp Val Phe Leu Arg Phe Met Cys His His 

805 810 815 

Ala Val Arg He Arg Gly Lys Ser Tyr Val Gin Cys Gin Gly He Pro 

820 825 830 

Gin Gly Ser He Leu Ser Thr Leu Leu Cys Ser Leu Cys Tyr Gly Asp 
835 840 845 

Met Glu Asn Lys Leu Phe Ala Gly He Arg Arg Asp Gly Leu Leu Leu 
850 855 860 

Arg Leu Val Asp Asp Phe Leu Leu Val Thr Pro His Leu Thr His Ala 
865 870 875 880 

Lys Thr Phe Leu Arg Thr Leu Val Arg Gly Val Pro Glu Tyr Gly Cys 

885 890 895 

Val Val Asn Leu Arg Lys Thr Val Val Asn Phe Pro Val Glu Asp Glu 

900 905 910 

Ala Leu Gly Gly Thr Ala Phe Val Gin Met Pro Ala His Gly Leu Phe 
915 920 925 

Pro Trp Cys Gly Leu Leu Leu Asp Thr Arg Thr Leu Glu Val Gin Ser 
93 0 935 940 

Asp Tyr Ser Ser Tyr Ala Arg Thr Ser He Arg Ala Ser Leu Thr Phe 
945 950 955 960 

Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe Gly 

965 970 975 

Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gin Val Asn 

980 985 990 



Ser Leu Gin Thr Val Cys Thr Asn He Tyr Lys He Leu Leu Leu Gin 
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995 1000 1005 

Ala Tyr Arg Phe His Ala Cys Val Leu Gin Leu Pro Phe His Gin Gin 
1010 1015 1020 

Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val lie Ser Asp Thr Ala 
1025 1030 1035 1040 

Ser Leu Cys Tyr Ser lie Leu Lys Ala Lys Asn Ala Gly Met Ser Leu 

1045 1050 1055 

Gly Ala Lys Gly Ala Ala Gly Pro Leu Pro Ser Glu Ala Val Gin Trp 

1060 1065 1070 

Leu Cys His Gin Ala Phe Leu Leu Lys Leu Thr Arg His Arg Val Thr 
1075 1080 1085 

Tyr Val Pro Leu Leu Gly Ser Leu Arg Thr Ala Gin Thr Gin Leu Ser 
1090 1095 1100 

Arg Lys Leu Pro Gly Thr Thr Leu Thr Ala Leu Glu Ala Ala Ala Asn 
1105 1110 1115 1120 

Pro Ala Leu Pro Ser Asp Phe Lys Thr lie Leu Asp 

1125 1130 

<210> 3 

<211> 1153 

<212> DNA 

<213> Homo sapiens 



<400> 3 



gtgcctgcag 


agacccgtct 


ggtgcactct 


gattctccac 


ttgcctgttg 


catgtcctcg 


60 


ttcccttgtt 


tctcaccacc 


tcttgggttg 


ccatgtgcgt 


ttcctgccga 


gtgtgtgttg 


120 


atcctctcgt 


tgcctcctgg 


tcactgggca 


tttgctttta 


tttctctttg 


cttagtgtta 


180 


ccccctgatc 


tttttattgt 


cgttgtttgc 


ttttgtttat 


tgagacagtc 


tcactctgtc 


240 


acccaggctg 


gagtgtaatg 


gcacaatctc 


ggctcactgc 


aacctctgcc 


tcctcggttc 


300 


aagcagttct 


cattcctcaa 


cctcatgagt 


agctgggatt 


acaggcgccc 


accaccacgc 


360 


ctggctaatt 


tttgtatttt 


tagtagagat 


aggctttcac 


catgttggcc 


aggctggtct 


420 


caaactcctg 


acctcaagtg 


atctgcccgc 


cttggcctcc 


cacagtgctg 


ggattacagg 


480 


tgcaagccac 


cgtgcccggc 


ataccttgat 


cttttaaaat 


gaagtctgaa 


acattgctac 


540 


ccttgtcctg 


agcaataaga 


cccttagtgt 


attttagctc 


tggccacccc 


ccagcctgtg 


600 


tgctgttttc 


cctgctgact 


tagttctatc 


tcaggcatct 


tgacaccccc 


acaagctaag 


660 


cattattaat 


attgttttcc 


gtgttgagtg 


tttctttagc 


tttgcccccg 


ccctgctttt 


720 


cctcctttgt 


tccccgtctg 


tcttctgtct 


caggcccgcc 


gtctggggtc 


cccttccttg 


780 



7 



8 



tcctttgcgt ggttcttctg tcttgttatt gctggtaaac cccagcttta cctgtgctgg 840 
cctccatggc atctagcgac gtccggggac ctctgcttat gatgcacaga tgaagatgtg 900 
gagactcacg aggagggcgg tcatcttggc ccgtgagtgt ctggagcacc acgtggccag 960 
cgttccttag ccagggttgg ctgtgttccg gccgcagagc accgtctgcg tgaggagatc 1020 
ctggccaagt tcctgcactg gctgatgagt gtgtacgtcg tcgagctgct caggtctttc 1080 
ttttatgtca cggagaccac gtttcaaaag aacaggctct ttttctaccg gaagagtgtc 1140 
tggagcaagt tgc 1153 



<210> 4 

<211> 412 

<212> DNA 

<213> Homo sapiens 



<400> 4 
cagagccctg 


gtcctcctgt 


ctccatcgtc 


acgtgggcac 


acgtggcttt 


tcgctcagga 


60 


cgtcgagtgg 


acacggtgat 


ctctgcctct 


gctctccctc 


ctgtccagtt 


tgcataaact 


120 


tacgaggttc 


accttcacgt 


tttgatggac 


acgcggtttc 


caggcaccga 


ggccagagca 


180 


gtgaacagag 


gaggctgggc 


gcggcagtgg 


agccgggttg 


ccggcaatgg 


ggagaagtgt 


240 


ctggaagcac 


agacgctctg 


gcgagggtgc 


ctgcagagac 


ccgcctggtg 


cactctgatt 


300 


ctccacttgc 


ctgttgcatg 


tcctcgttcc 


cttgtttctc 


accacctctt 


gggttgccat 


360 


gtgcgtttcc 


tgccgagtgt 


gtgttgatcc 


tctcgttgcc 


tcctggtcac 


tg 


412 



<210> 5 

<211> 1012. 

<212> DNA 

<213> Homo sapiens 

<400> 5 

ggggtcctgg gcccacccgg gcaggacgcg tggaccgagt gaccgtggtt tctgtgtggt 60 

gtcacctgcc agacccgccg aagaagccac ctctttggag ggtgcgctct ctggcacgcg 12 0 

ccactcccac ccatccgtgg gccgccagca ccacgcgggc cccccatcca catcgcggcc 180 

accacgtccc tgggacacgc cttgtccccc ggtgtacgcc gagaccaagc acttcctcta 240 

ctcctcaggc gacaaggagc agctgcggcc ctccttccta ctcagctctc tgaggcccag 300 

cctgactggc gctcggaggc tcgtggagac catctttctg ggttccaggc cctggatgcc 360 

agggactccc cgcaggttgc cccgcctgcc ccagcgctac tggcaaatgc ggcccctgtt 420 



tctggagctg 


cttgggaacc 


acgcgcagtg 


cccctacggg 


gtgctcctca 


agacgcactg 


4 80 


cccgctgcga 


gctgcggtca 


ccccagcagc 


cggtgtctgt 


gcccgggaga 


agccccaggg 


540 


ctctgtggcg 


gcccccgagg 


aggaggacac 


agacccccgt 


cgcctggtgc 


agctgctccg 


c f\ f\ 
600 


ccagcacagc 


agcccctggc 


aggtgtacgg 


cttcgtgcgg 


gcctgcctgc 


gccggctggt 


c e f\ 

660 


gcccccaggc 


ctctggggct 


ccaggcacaa 


cgaacgccgc 


ttcctcagga 


acaccaagaa 


•"7 O A 

720 


gttcatctcc 


ctggggaagc 


atgccaagct 


ctcgctgcag 


gagctgacgt 


ggaagatgag 


7 oO 


cgtgcgggac 


tgcgcttggc 


tgcgcaggag 


cccaggtgag 


gaggtggtgg 


ccgtcgaggg 


840 


cccaggcccc 


agagctgaat 


gcagtagggg 


ctcagaaaag 


ggggcaggca 


gagccctggt 


900 


cctcctgtct 


ccatcgtcac 


gtgggcacac 


gtggcttttc 


gctcaggacg 


tcgagtggac 


960 


acggtgatct 


ctgcctctgc 


tctccctcct 


gtccagtttg 


cataaactta 


eg 


1012 



<210> 6 

<211> 3972 

<212> DNA 

<213> Homo sapiens 

<400> 6 



gaattcgcgg 


ccgcgtcgac 


gtttcaggca 


gcgctgcgtc 


ctgctgcgca 


cgtgggaagc 


60 


cctggccccg 


gccacccccg 


cgatgccgcg 


cgctccccgc 


tgccgagccg 


tgcgctccct 


120 


gctgcgcagc 


cactaccgcg 


aggtgctgcc 


gctggccacg 


ttcgtgcggc 


gcctggggcc 


180 


ccagggctgg 


cggctggtgc 


agcgcgggga 


cccggcggct 


ttccgcgcgc 


tggtggccca 


240 


gtgcctggtg 


tgcgtgccct 


gggacgcacg 


gccgcccccc 


gccgccccct 


ccttccgcca 


300 


ggtgtcctgc 


ctgaaggagc 


tggtggcccg 


agtgctgcag 


aggctgtgcg 


agcgcggcgc 


360 


gaagaacgtg 


ctggccttcg 


gcttcgcgct 


gctggacggg 


gcccgcgggg 


gcccccccga 


420 


ggccttcacc 


accagcgtgc 


gcagctacct 


gcccaacacg 


gtgaccgacg 


cactgcgggg 


480 


gagcggggcg 


tgggggctgc 


tgctgcgccg 


cgtgggcgac 


gacgtgctgg 


ttcacctgct 


540 


ggcacgctgc 


gcgctctttg 


tgctggtggc 


tcccagctgc 


gcctaccagg 


tgtgcgggcc 


600 


gccgctgtac 


cagctcggcg 


ctgccactca 


ggcccggccc 


ccgccacacg 


ctagtggacc 


660 


ccgaaggcgt 


ctgggatgcg 


aacgggcctg 


gaaccatagc 


gtcagggagg 


ccggggtccc 


720 


cctgggcctg 


ccagccccgg 


gtgcgaggag 


gcgcgggggc 


agtgccagcc 


gaagtctgcc 


780 


gttgcccaag 


aggcccaggc 


gtggcgctgc 


ccctgagccg 


gagcggacgc 


ccgttgggca 


840 


ggggtcctgg 


gcccacccgg 


gcaggacgcg 


tggaccgagt 


gaccgtggtt 


tctgtgtggt 


900 



10 



gtfcacctgcc agacccgccg aagaagccac ctctttggag ggtgcgctct ctggcacgcg 960 
ccackcccac ccatccgtgg gccgccagca ccacgcgggc cccccatcca catcgcggcc 1020 
accacg\ccc tgggacacgc cttgtccccc ggtgtacgcc gagaccaagc acttcctcta 1080 
ctcctcaggc gacaaggagc agctgcggcc ctccttccta ctcagctctc tgaggcccag 1140 
cctgactggcXgctcggaggc tcgtggagac catctttctg ggttccaggc cctggatgcc 1200 
agggactccc qgcaggttgc cccgcctgcc ccagcgctac tggcaaatgc ggcccctgtt 1260 
tctggagctg ctuOggaacc acgcgcagtg cccctacggg gtgctcctca agacgcactg 1320 
cccgctgcga gctgcWtca ccccagcagc cggtgtctgt gcccgggaga agccccaggg 1380 
ctctgtggcg gcccccg\gg aggaggacac agacccccgt cgcctggtgc agctgctccg 144 0 
ccagcacagc agcccctggX aggtgtacgg cttcgtgcgg gcctgcctgc gccggctggt 1500 
gcccccaggc ctctggggct ofaggcacaa cgaacgccgc ttcctcagga acaccaagaa 1560 
gttcatctcc ctggggaagc atgccaagct ctcgctgcag gagctgacgt ggaagatgag 1620 
cgtgcgggac tgcgcttggc tgcgMggag cccaggtgag gaggtggtgg ccgtcgaggg 1680 
cccaggcccc agagctgaat gcagtagagg ctcagaaaag ggggcaggca gagccctggt 174 0 
cctcctgtct ccatcgtcac gtgggcacac gtggcttttc gctcaggacg tcgagtggac 1800 
acggtgatct ctgcctctgc tctccctcct \tccagtttg cataaactta cgaggttcac 1860 
cttcacgttt tgatggacac gcggtttcca gg\gccgagg ccagagcagt gaacagagga 192 0 
ggctgggcgc ggcagtggag ccgggttgcc ggca^tgggg agaagtgtct ggaagcacag 1980 
acgctctggc gagggtgcct gcaggggttg gctgtg\tcc ggccgcagag caccgtctgc 2 040 
gtgaggagat cctggccaag ttcctgcact ggctgatgSig tgtgtacgtc gtcgagctgc 2100 
tcaggtcttt cttttatgtc acggagacca cgtttcaaaaXgaacaggctc tttttctacc 2160 
ggaagagtgt ctggagcaag ttgcaaagca ttggaatcag acagcacttg aagagggtgc 2220 
agctgcggga gctgtcggaa gcagaggtca ggcagcatcg ggaWgccagg cccgccctgc 22 80 
tgacgtccag actccgcttc atccccaagc ctgacgggct gcggccgatt gtgaacatgg 2 340 
actacgtcgt gggagccaga acgttccgca gagaaaagag ggtggcDgtg ctttggttta 2400 
acttcctttt taaacagaag tgcgtttgag ccccacattt ggtatcagoM: tagatgaagg 2460 
gcccggagga ggggccacgg gacacagcca gggccatggc acggcgccaa\cccatttgtg 2520 
cgcacggtga ggtggccgag gtgccggtgc ctccagaaaa gcagcgtggg ggtgtagggg 2 580 



gagctcctgg 


ggcagggaca 


ggctctgagg 


accacaagaa 


gcagctgggc 


cagggcctgg 


2640 


atgcagcacg 


gcccgagcgg 


gtgggggccc 


accacgccat 


tctggtcaaa 


ggtgttgtag 


2700 


tcgraatagc 


cggcccaggc 


gctctgaacc 


ttcagagtct 


caaaagctgg 


gaccctcagg 


2760 


gccaa^ggg 


gccacacctt 


gtcctggaag 


aaatcatggt 


ccacttccag 


gttcgccggg 


2820 


tccggttGitt 


cctgctcagt 


ggggctacga 


ccacctaggt 


agttgctacc 


taatccttcc 


2880 


cggcgaaaaV 


aggctccact 


ggtgtctgca 


acaagcggag 


tctctaggcc 


tggtccctgg 


2940 


gqgcagtgcc 


Vcacatacac 


ataccttttc 


ctcggctcca 


caggtagctt 


ggtgccctgc 


3000 


agggtgccag 


goggcccctc 


tccaacacca 


gccagtgctg 


cgatttgcgc 


agaccaggct 


3060 


ccggctgcgt 


tgaKcacaat 


ggcgcattcc 


acaggctggt 


actccaggct 


gcggtccatc 


3120 


ttcacatgga 


cttcaMgat 


ccttttcaag 


accaccgctt 


tgtcatctgt 


ggtcaacatg 


3180 



cgttgagatg aagagacl^a acgtgtcacc tctccctggc agaaaaggac tcccaaggac 324 0 

tggacctttc gccgaagccoy ctggagcaga caccaggggt caaaccaacc ttcgtcctcc 3300 

atcccataag acgccaaagc c(|ctccctct gtgtttatcc agggaaactt gttccgaagc 3360 

tgatcaggag acatcagaga aac\ttggct ccctcctgcc tctgcacttt cacgttgctc 342 0 

tccatggctg cagcatcctt ttctg^gcc agcaagaggt agcccgaggg gttgaaccgg 3480 

aggtccaggg gaggagcatc gactacggcc aggtactcat tgatgttccg tagaaagctg 3540 

gctgaaaaga gggagagctg gatgttctc^ggcaatgaga actgctgaca aatcccacct 3600 

actgagagcc cagtggaggc ctgtgaatac gtgtggtccc gttccaccac tagcactcga 3660 

atagcacctc gtctgctctc cagcttcttc agco^atagg ccacagacaa gccaagcacc 3720 

ccacctccca cgatcaccac atccgagtgc tcggg^gca ggtggctggt gtcttgcagt 3780 

agatcacagg accttccagg caggatcgac ttgatctt\t tcttaatctc agacaccttt 3840 

ccatcccagt ccagagaaaa gcctcctctg cgcgtgcctg\acctccgggt caagaggccc 3900 

cggcccatgc cgtgcggcag aaccctccga atcatagccc cD(;tgagccc gggtcgacgc 3960 

ggccgcgaat tc \ 3972 

<210> 7 

<211> 2083 

<212> DNA 

<213> Homo sapiens 

<400> 7 

ccggaagagt gtctggagca agttgcaaag cattggaatc agacagcact t^agagggt 60 
gcagctgcgg gagctgtcgg aagcagaggt caggcagcat cgggaagcca ggcctsgccct 120 



I 

12 



gctgacgtcc agactccgct tcatccccaa gcctgacggg ctgcggccga ttgtgaacat 180 
ggac\acgtc gtgggagcca gaacgttccg cagagaaaag agggccgagc gtctcacctc 24 0 
gagggtgaag gcactgttca gcgtgctcaa ctacgagcgg gcgcggcgcc ccggcctcct 300 
gggcgcctc\ gtgctgggcc tggacgatat ccacagggcc tggcgcacct tcgtgctgcg 360 
tgtgcgggcc raggacccgc cgcctgagct gtactttgtc aaggtggatg tgacgggcgc 420 
gtacgacacc atcocccagg acaggctcac ggaggtcatc gccagcatca tcaaacccca 480 
gaacacgtac tgcgtgfegtc ggtatgccgt ggtccagaag gccgcccatg ggcacgtccg 540 
caaggccttc aagagccaJvg tctctacctt gacagacctc cagccgtaca tgcgacagtt 600 
cgtggctcac ctgcaggaga Vcagcccgct gaggggtgcc gtcgtcatcg agcagagctc 660 
ctccctgaat gaggccagca gtWgcctctt cgacgtcttc ctacgcttca tgtgccacca 720 
cgccgtgcgc atcaggggca agtco^tacgt ccagtgccag gggatcccgc agggctccat 7 80 
cctctccacg ctgctctgca gcctgtgcta cggcgacatg gagaacaagc tgtttgcggg 84 0 
gattcggcgg gacgggctgc tcctgcgttV ggtggatgat ttcttgttgg tgacacctca 900 
cctcacccac gcgaaaacct tcctcaggac actggtccga ggtgtccctg agtatggctg 960 
cgtggtgaac ttgcggaaga cagtggtgaa cttfecctgta gaagacgagg ccctgggtgg 102 0 
cacggctttt gttcagatgc cggcccacgg cctatocccc tggtgcggcc tgctgctgga 1080 
tacccggacc ctggaggtgc agagcgacta ctccagctVt gcccggacct ccatcagagc 1140 
cagtctcacc ttcaaccgcg gcttcaaggc tgggaggaac ^atgcgtcgca aactctttgg 1200 
ggtcttgcgg ctgaagtgtc acagcctgtt tctggatttg CMgtgaaca gcctccagac 1260 
ggtgtgcacc aacatctaca agatcctcct gctgcaggcg tacaggtttc acgcatgcgt 1320 
gctgcagctc ccatttcatc agcaagtttg gaagaacccc acatttfet:cc tgcgcgtcat 1380 
ctctgacacg gcctccctct gctactccat cctgaaagcc aagaacgcag gtatgtgcag 144 0 
gtgcctggcc tcagtggcag cagtgcctgc ctgctggtgt tagtgtgtca Vgagactgag 1500 
tgaatctggg cttaggaagt tcttacccct tttcgcatca ggaagtggtt tMcccaacc 1560 
actgtcaggc tcgtctgccc gccctctcgt ggggtgagca gagcacctga tggaVgggac 1620 
aggagctgtc tgggagctgc catccttccc accttgctct gcctggggaa gcgctggAgg 1680 
gcctggtctc tcctgtttgc cccatggtgg gatttggggg gcctggcctc tcctgtttgc 1740 
cctgtggtgg gattgggctg tctcccgtcc atggcactta gggcccttgt gcaaacccag \800 



• 
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gccaag^gct taggaggagg ccaggcccag gctaccccac ccctctcagg agcagaggcc 1860 
gcgtatcacc acgacagagc cccgcgccgt cctctgcttc ccagtcaccg tcctctgccc 192 0 
ctggacactA tgtccagcat cagggaggtt tctgatccgt ctgaaattca agccatgtcg 1980 
aacctgcggt optgagctta acagcttcta ctttctgttc tttctgtgtt gtggagaccc 2040 
tgagaaggac cc\gggagct ctgggaattt ggagtgacca aaggtgtgc 2 089 



<210> 
<211> 
<212> 
<213> 



8 

3860 

DNA 

Human 



<220> 
<221> 
<222> 
<223> 



Deletion 
(1) . . (3860) 
Nucleotides 2345 t< 
this sequence. 



2526 of SEQ ID NO 1 were deleted to provide 



<400> 8 

gtttcaggca 


gcgctgcgtc 


ctgctgcgpa 


cgtgggaagc 


cctggccccg 


gccacccccg 


60 


cgatgccgcg 


cgctccccgc 


tgccgagccg 


tgcgctccct 


gctgcgcagc 


cactaccgcg 


120 


aggtgctgcc 


gctggccacg 


ttcgtgcggc 


\gcctggggcc 


ccagggctgg 


cggctggtgc 


180 


agcgcgggga 


cccggcggct 


ttccgcgcgc 


tggtggccca 


gtgcctggtg 


tgcgtgccct 


240 


gggacgcacg 


gccgcccccc 


gccgccccct 


cc^tccgcca 


ggtgtcctgc 


ctgaaggagc 


300 


tggtggcccg 


agtgctgcag 


aggctgtgcg 


agcgJsggcgc 


gaagaacgtg 


ctggccttcg 


360 


gcttcgcgct 


gctggacggg 


gcccgcgggg 


gcccccVcga 


ggccttcacc 


accagcgtgc 


420 


gcagctacct 


gcccaacacg 


gtgaccgacg 


cactgcgggg 


gagcggggcg 


tgggggctgc 


480 


tgctgcgccg 


cgtgggcgac 


gacgtgctgg 


ttcacctgcV 


ggcacgctgc 


gcgctctttg 


540 


tgctggtggc 


tcccagctgc 


gcctaccagg 


tgtgcgggcc 


Vfccgctgtac 


cagctcggcg 


600 


ctgccactca 


ggcccggccc 


ccgccacacg 


ctagtggacc 


cfcgaaggcgt 


ctgggatgcg 


660 


aacgggcctg 


gaaccatagc 


gtcagggagg 


ccggggtccc 


ccftgggcctg 


ccagccccgg 


720 


gtgcgaggag 


gcgcgggggc 


agtgccagcc 


gaagtctgcc 


gttgcccaag 


aggcccaggc 


780 


gtggcgctgc 


ccctgagccg 


gagcggacgc 


ccgttgggca 


ggggttctgg 


gcccacccgg 


840 


gcaggacgcg 


tggaccgagt 


gaccgtggtt 


tctgtgtggt 


gtcacqtgcc 


agacccgccg 


900 
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* 

14 



aaga^agccac ctctttggag ggtgcgctct ctggcacgcg ccactcccac ccatccgtgg 960 
gccgccagca ccacgcgggc cccccatcca catcgcggcc accacgtccc tgggacacgc 1020 
cttgtccctc ggtgtacgcc gagaccaagc acttcctcta ctcctcaggc gacaaggagc 1080 



agctgcggcc o^iccttccta ctcagctctc tgaggcccag cctgactggc gctcggaggc 1140 

tcgtggagac cat>gtttctg ggttccaggc cctggatgcc agggactccc cgcaggttgc 1200 

cccgcctgcc ccagcbctac tggcaaatgc ggcccctgtt tctggagctg cttgggaacc 1260 

acgcgcagtg cccctaoggg gtgctcctca agacgcactg cccgctgcga gctgcggtca 1320 

gcccccgagg 1380 

agcccctggc 1440 

ctctggggct 1500 

ctggggaagc 1560 

tgcgcttggc 162 0 

cgtgaggaga 1680 

ctcaggtctt 1740 

cggaagagtg 1800 

cagctgcggg 1860 

ctgacgtcca 1920 

gactacgtcg 1980 

agggtgaagg 2040 

ggcgcctctg 2100 

gtgcgggccc 2160 

tacgacacca 2220 

aacacgtact 2280 

aaggccttca 2340 



cggtgtct^ 


gcccgggaga 


agccccaggg 


ctctgtggcg 


agacccccgt 


icgcctggtgc 


agctgctccg 


ccagcacagc 


cttcgtgcgg 


gctetgcctgc 


gccggctggt 


gcccccaggc 


cgaacgccgc 


ttcc\cagga 


acaccaagaa 


gttcatctcc 


ctcgctgcag 


gagctg\cgt 


ggaagatgag 


cgtgcgggac 


cccaggggtt 


ggctgtgtft^ 


cggccgcaga 


gcaccgtctg 


gttcctgcac 


tggctgatga 


Sgtgtgtacgt 


cgtcgagctg 


cacggagacc 


acgtttcaaa 


agaacaggct 


ctttttctac 


gttgcaaagc 


attggaatca 


gaca^cactt 


gaagagggtg 


agcagaggtc 


aggcagcatc 


gggaaOTcag 


gcccgccctg 


catccccaag 


cctgacgggc 


tgcggccgat 


tgtgaacatg 



aacgttccgc 


agagaaaaga 


gggccgagcg\ 


tctcacctcg 


cgtgctcaac 


tacgagcggg 


cgcggcgccc 


ctfgcctcctg 


ggacgatatc 


cacagggcct 


ggcgcacctt 


cgt?igctgcgt 


gcctgagctg 


tactttgtca 


aggtggatgt 


gacgggcgcg 


caggctcacg 


gaggtcatcg 


ccagcatcat 


caaacccteag 


gtatgccgtg 


gtccagaagg 


ccgcccatgg 


gcacgtccgc;. 


cctacgtcca 


gtgccagggg 


atcccgcagg 


gctccatcct 


tgtgctacgg 


cgacatggag 


aacaagctgt 


ttgcggggat 


tgcgtttggt 


ggatgatttc 


ttgttggtga 


cacctcacct 


tcaggaccct 


ggtccgaggt 


gtccctgagt 


atggctgcgt 



14 



15 



cggVagacag tggtgaactt ccctgtagaa gacgaggccc tgggtggcac ggcttttgtt 2640 

cagatWccgg cccacggcct attcccctgg tgcggcctgc tgctggatac ccggaccctg 2700 

gaggtgcaga gcgactactc cagctatgcc cggacctcca tcagagccag tctcaccttc 2760 

aaccgcggct tcaaggctgg gaggaacatg cgtcgcaaac tctttggggt cttgcggctg 2820 

aagtgtcaca Vcctgtttct ggatttgcag gtgaacagcc tccagacggt gtgcaccaac 2880 

atctacaaga tcctcctgct gcaggcgtac aggtttcacg catgtgtgct gcagctccca 294 0 

tttcatcagc aagr^tggaa gaaccccaca tttttcctgc gcgtcatctc tgacacggcc 3000 

:aggga tgtcgctggg ggccaagggc 3060 

fgctgt gccaccaagc attcctgctc 3120 

cctgg ggtcactcag gacagcccag 3180 

:gactg ccctggaggc cgcagccaac 3240 

LCtgat ggccacccgc ccacagccag 3300 

fgctct acgtcccagg gagggagggg 3360 

faggcc tgagtgagtg tttggccgag 342 0 

gaggc ctgagcgagt gtccagccaa 3480 

:cccca caggctggcg ctcggctcca 3540 

ccccagggcc agcttttcct caccaggagc ccgg^ttcca ctccccacat aggaatagtc 3600 

catccccaga ttcgccattg ttcacccctc gccctg\cct cctttgcctt ccacccccac 3660 

catccaggtg gagaccctga gaaggaccct gggagctcGig ggaatttgga gtgaccaaag 3720 

gtgtgccctg tacacaggcg aggaccctgc acctggatggXgggtccctgt gggtcaaatt 3780 

ggggggaggt gctgtgggag taaaatactg aatatatgag tfi^tttcagtt ttgaaaaaaa 384 0 

aaaaaaaaaa aaaaaaaaaa \ 3860 



tccctctgct 


actcca^cct 


gaaagccaag 


aacgcaggga 


tgtcgctggg 


gccgccggcc 


ctctgcccVc 


cgaggccgtg 


cagtggctgt 


gccaccaagc 


aagctgactc 


gacaccgtgt> 


ycacctacgtg 


ccactcctgg 


ggtcactcag 


acgcagctga 


gtcggaagct 


cVggggacg 


acgctgactg 


ccctggaggc 


ccggcactgc 


cctcagactt 


caagaccatc 


ctggactgat 


ggccacccgc 


gccgagagca 


gacaccagca 


gccctgtcac 


gccgggctct 


acgtcccagg 


cggcccacac 


ccaggcccgc 


accgctgg\a 


gtctgaggcc 


tgagtgagtg 


gcctgcatgt 


ccggctgaag 


gctgagtgtc 


Scggct gaggc 


ctgagcgagt 


gggctgagtg 


tccagcacac 


ctgccgtctt 


cacttcccca 


caggctggcg 



<210> 9 

<211> 4006 

<212> DNA 

<213> Human 



<220> 
<221> 
<222> 
<223> 



Deletion 
(1) . . (4006) 

Nucleotides 2184 to 2219 of SEQ ID NO 
vide this sequence. 



1 have been deleted to pro 



15 
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<400> 9 



gcgctgcgtc 


ctgctgcgca 


cgtgggaagc 


cctggccccg 


gccacccccg 


60 


cgctccccgc 


tgccgagccg 


tgcgctccct 


gctgcgcagc 


cactaccgcg 


120 


gctggccacg 


ttcgtgcggc 


gcctggggcc 


ccagggctgg 


cggctggtgc 


180 


cccggcggct 


ttccgcgcgc 


tggtggccca 


gtgcctggtg 


tgcgtgccct 


240 


gccgcccccc 


gccgccccct 


ccttccgcca 


ggtgtcctgc 


ctgaaggagc 


300 


fegtgctgcag 


aggctgtgcg 


agcgcggcgc 


gaagaacgtg 


ctggccttcg 


360 


gcVfgacggg 


gcccgcgggg 


gcccccccga 


ggccttcacc 


accagcgtgc 


420 


gcccaacacg 


gtgaccgacg 


cactgcgggg 


gagcggggcg 


tgggggctgc 


480 


cgtggg&gac 


gacgtgctgg 


ttcacctgct 


ggcacgctgc 


gcgctctttg 


540 


tcccagctgc 


gcctaccagg 


tgtgcgggcc 


gccgctgtac 


cagctcggcg 


600 


ggcccggccc 


\cgccacacg 


ctagtggacc 


ccgaaggcgt 


ctgggatgcg 


660 



aggt 
agcgcg 
gggacg 
tggtgg 

gcttcgcgct gc 
gcagctacct gc 
tgctgcgccg eg 
tgctggtggc tc 
ctgccactca gg 

aacgggcctg gaaccatagc gt^agggagg ccggggtccc cctgggcctg ccagccccgg 
gtgcgaggag gcgcgggggc agtgacagcc gaagtctgcc gttgcccaag aggcccaggc 
gtggcgctgc ccctgagccg gagcggaaac ccgttgggca ggggtcctgg gcccacccgg 
gcaggacgcg tggaccgagt gaccgtggttS. tctgtgtggt gtcacctgcc agacccgccg 
aagaagccac ctctttggag ggtgcgctct cfeggcacgcg ccactcccac ccatccgtgg 
gccgccagca ccacgcgggc cccccatcca catc^cggcc accacgtccc tgggacacgc 1020 
cttgtccccc ggtgtacgcc gagaccaagc acttccucta ctcctcaggc gacaaggagc 1080 
agctgcggcc ctccttccta ctcagctctc tgaggccca\ cctgactggc gctcggaggc 1140 
tcgtggagac catctttctg ggttccaggc cctggatgcc agggactccc cgcaggttgc 1200 
cccgcctgcc ccagcgctac tggcaaatgc ggcccctgtt tct^gagctg cttgggaacc 1260 
acgcgcagtg cccctacggg gtgctcctca agacgcactg cccgcDgcga gctgcggtca 1320 
ccccagcagc cggtgtctgt gcccgggaga agccccaggg ctctgtg^g gcccccgagg 1380 
aggaggacac agacccccgt cgcctggtgc agctgctccg ccagcacagc\agcccctggc 1440 
aggtgtacgg cttcgtgcgg gcctgcctgc gccggctggt gcccccaggc cOiCtggggct 1500 
ccaggcacaa cgaacgccgc ttcctcagga acaccaagaa gttcatctcc ctggggaagc 1560 
atgccaagct ctcgctgcag gagctgacgt ggaagatgag cgtgcgggac tgcgcDtggc 1620 



720 
780 
840 
900 
960 
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tcttttatgt 

tctggagcaa gc^fgcaaagc attggaatca gacagcactt gaagagggtg 
agctgtcgga agcagaggtc aggcagcatc gggaagccag gcccgccctg 
gactccgctt catccocaag cctgacgggc tgcggccgat tgtgaacatg 
tgggagccag aacgttccWc agagaaaaga gggccgagcg tctcacctcg 
cactgttcag cgtgctcaacXtacgagcggg cgcggcgccc cggcctcctg 
tgctgggcct ggacgatatc caicagggcct ggcgcacctt cgtgctgcgt 
aggacccgcc gcctgagctg tacatccccc aggacaggct cacggaggtc 
tcatcaaacc ccagaacacg tactgVgtgc gtcggtatgc cgtggtccag 
atgggcacgt ccgcaaggcc ttcaagMcc acgtctctac cttgacagac 
acatgcgaca gttcgtggct cacctgcaggf agaccagccc gctgagggat 
tcgagcagag ctcctccctg aatgaggcca gcagtggcct cttcgacgtc 
tcatgtgcca ccacgccgtg cgcatcaggg gcaagtccta cgtccagtgc 
cgcagggctc catcctctcc acgctgctct gcagcctgtg ctacggcgac 
agctgtttgc ggggattcgg cgggacgggc tgctcctWcg tttggtggat 
tggtgacacc tcacctcacc cacgcgaaaa ccttcctcacr gaccctggtc 
ctgagtatgg ctgcgtggtg aacttgcgga agacagtggt gaacttccct 

aggccctggg tggcacggct tttgttcaga tgccggccca cggpctattc ccctggtgcg 2820 
gcctgctgct ggatacccgg accctggagg tgcagagcga ctacft^ccagc tatgcccgga 2 880 
cctccatcag agccagtctc accttcaacc gcggcttcaa ggctggg^gg aacatgcgtc 294 0 
gcaaactctt tggggtcttg cggctgaagt gtcacagcct gtttctgg^ ttgcaggtga 3000 
acagcctcca gacggtgtgc accaacatct acaagatcct cctgctgcag >gcgtacaggt 3060 
ttcacgcatg tgtgctgcag ctcccatttc atcagcaagt ttggaagaac coqacatttt 3120 
tcctgcgcgt catctctgac acggcctccc tctgctactc catcctgaaa gcca>agaacg 3180 
cagggatgtc gctgggggcc aagggcgccg ccggccctct gccctccgag gccgtgtagt 324 0 
ggctgtgcca ccaagcattc ctgctcaagc tgactcgaca ccgtgtcacc tacgtgcoac 3300 
tcctggggtc actcaggaca gcccagacgc agctgagtcg gaagctcccg gggacgacgGt 3360 



17 



f 

18 



tgacugccct 


ggaggccgca 


gccaacccgg 


cactgccctc 


agacttcaag 


actgatggicc 


acccgcccac 


agccaggccg 


agagcagaca 


ccagcagccc 


ggctctacgli 


cccagggagg 


gaggggcggc 


ccacacccag 


gcccgcaccg 


gaggcctgag 


Wagtgtttg 


gccgaggcct 


gcatgtccgg 


ctgaaggctg 


tgaggcctga 


gcqagtgtcc 


agccaagggc 


tgagtgtcca 


gcacacctgc 


tccccacagg 


ctggMctcg 


gctccacccc 


^i*. *A 

sg99ccagct 


i^** .^"a 

tttccccacc 


cttccactcc 


ccacatcwga 


atagtccatc 


cccagauucg 


ccaccguLca 


tgccctcctt 


tgccttccaf: 


ccccaccatc 


caggtggaga 


ccctgagaag 


gctctgggaa 


tttggagtga 


Sccaaaggtgt 


gccctgtaca 


caggcgagga 


ggatgggggt 


ccctgtgggt 


c^attgggg 


ggaggtgctg 


tgggagtaaa 


tatgagtttt 


tcagttttga 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaa 



4006 



<210> 10 

<211> 3824 

<212> DNA 

<213> Human 

<220> 

<221> Deletion 

<222> (1) . . (3824) 

<223> Nucleotides 2184 to 2219 and 2: 
leted. 



^45 to 2526 of SEQ ID NO . 1 were de 



<400> 10 

gtttcaggca gcgctgcgtc ctgctgcgca cgtgggaagcv cctggccccg gccacccccg 60 

cgatgccgcg cgctccccgc tgccgagccg tgcgctccct gftgcgcagc cactaccgcg 120 

aggtgctgcc gctggccacg ttcgtgcggc gcctggggcc cca\fggctgg cggctggtgc 180 

agcgcgggga cccggcggct ttccgcgcgc tggtggccca gtgcd$:ggtg tgcgtgccct 24 0 

gggacgcacg gccgcccccc gccgccccct ccttccgcca ggtgtcd^gc ctgaaggagc 300 

tggtggcccg agtgctgcag aggctgtgcg agcgcggcgc gaagaacgVg ctggccttcg 360 

gcttcgcgct gctggacggg gcccgcgggg gcccccccga ggccttcac(\ accagcgtgc 42 0 

gcagctacct gcccaacacg gtgaccgacg cactgcgggg gagcggggcg ti^ggggctgc 480 

tgctgcgccg cgtgggcgac gacgtgctgg ttcacctgct ggcacgctgc gc^ctctttg 540 

tgctggtggc tcccagctgc gcctaccagg tgtgcgggcc gccgctgtac cagctcggcg 600 



18 



19 



ctgccac^ca 


ggcccggccc 


ccgccacacg 


ctagtggacc 


ccgaaggcgt 


aacgggcctq 


gaaccatagc 


gtcagggagg 


ccggggtccc 


cctgggcctg 


gtgcgaggag 


V:gcgggggc 


agtgccagcc 


gaagtctgcc 


gttgcccaag 


gtggcgctgc 


ccWgagccg 


gagcggacgc 


ccgttgggca 


ggggtcctgg 


qcaacracqcq 


tqqaccqaqt 


qaccqtqqtt 


tctqtqtqqt 


gtcacctgcc 


aagaagccac 


ctctttWag 


ggtgcgctct 


ctggcacgcg 


ccactcccac 


gccgccagca 


ccacgcggtac 


cccccatcca 


catcgcggcc 


accacgtccc 


cttgtccccc 


ggtgtacgcd 


gagaccaagc 


acttcctcta 


ctcctcaggc 



gttgcaaagc 


attggaatca 


gacagcactt 


g^gagggtg 


agcagaggtc 


aggcagcatc 


gggaagccag 


gccogccctg 


catccccaag 


cctgacgggc 


tgcggccgat 


tgtgaacatg 


aacgttccgc 


agagaaaaga 


gggccgagcg 


tctcacctcg 


cgtgctcaac 


tacgagcggg 


cgcggcgccc 


cggcctccM 


ggacgatatc 


cacagggcct 


ggcgcacctt 


cgtgctgcgt 


gcctgagctg 


tacatccccc 


aggacaggct 


cacggaggtc 


ccagaacacg 


tactgcgtgc 


gtcggtatgc 


cgtggtccag 


ccgcaaggcc 


ttcaagaggc 


aagtcctacg 


tccagtgcca 



660 
720 
780 
840 
900 
960 



agctgcggcc ctccttccta ofcagctctc tgaggcccag cctgactggc gctcggaggc 114 0 

tcgtggagac catctttctg ggVtccaggc cctggatgcc agggactccc cgcaggttgc 1200 

cccgcctgcc ccagcgctac tggciaaatgc ggcccctgtt tctggagctg cttgggaacc 1260 

acgcgcagtg cccctacggg gtgctOf:tca agacgcactg cccgctgcga gctgcggtca 132 0 

ccccagcagc cggtgtctgt gcccggg^^ga agccccaggg ctctgtggcg gcccccgagg 1380 

aggaggacac agacccccgt cgcctggtgV agctgctccg ccagcacagc agcccctggc 1440 

aggtgtacgg cttcgtgcgg gcctgcctgc gccggctggt gcccccaggc ctctggggct 1500 

ccaggcacaa cgaacgccgc ttcctcagga ac\ccaagaa gttcatctcc ctggggaagc 1560 

atgccaagct ctcgctgcag gagctgacgt ggaa^iatgag cgtgcgggac tgcgcttggc 162 0 

tgcgcaggag cccaggggtt ggctgtgttc cggccgoaga gcaccgtctg cgtgaggaga 1680 

tcctggccaa gttcctgcac tggctgatga gtgtgtacgt cgtcgagctg ctcaggtctt 1740 

tcttttatgt cacggagacc acgtttcaaa agaacaggct\;tttttctac cggaagagtg 1800 

Ci 
C1 

a< 
9< 

si 



20 



• 



cagggctcca tcctctccac gctgctctgc agcctgtgct acggcgacat ggagaacaag 
ctgttVgcgg ggattcggcg ggacgggctg ctcctgcgtt tggtggatga tttcttgttg 
gtgacacVtc acctcaccca cgcgaaaacc ttcctcagga ccctggtccg aggtgtccct 
gagtatggc\gcgtggtgaa cttgcggaag acagtggtga acttccctgt agaagacgag 
gccctgggtg g\acggcttt tgttcagatg ccggcccacg gcctattccc ctggtgcggc 
ctgctgctgg atadif cggac cctggaggtg cagagcgact actccagcta tgcccggacc 
tccatcagag ccagtctcac cttcaaccgc ggcttcaagg ctgggaggaa catgcgtcgc 
aaactctttg gggtcttgtg gctgaagtgt cacagcctgt ttctggattt gcaggtgaac 
agcctccaga cggtgtgcacXcaacatctac aagatcctcc tgctgcaggc gtacaggttt 
cacgcatgtg tgctgcagct cV:atttcat cagcaagttt ggaagaaccc cacatttttc 
ctgcgcgtca tctctgacac ggcc^ccctc tgctactcca tcctgaaagc caagaacgca 
gggatgtcgc tgggggccaa gggcgocgcc ggccctctgc cctccgaggc cgtgcagtgg 
ctgtgccacc aagcattcct gctcaagctg actcgacacc gtgtcaccta cgtgccactc 
ctggggtcac tcaggacagc ccagacgcagXctgagtcgga agctcccggg gacgacgctg 
actgccctgg aggccgcagc caacccggca cMccctcag acttcaagac catcctggac 
tgatggccac ccgcccacag ccaggccgag agcagacacc agcagccctg tcacgccggg 

ccgcaccgct gggagtctga 
gaaggctgag tgtccggctg 



cagggaggga 


ggggcggccc 


acaccoaggc 


agtgtttggc 


cgaggcctgc 


atgtccggct 


gagtgtccag 


ccaagggctg 


agtgtccago 


ggcgctcggc 


tccaccccag 


ggccagcttt 


acataggaat 


agtccatccc 


cagattcgcc 


ccttccaccc 


ccaccatcca 


ggtggagacc 


tggagtgacc 


aaaggtgtgc 


cctgtacaca 


ctgtgggtca 


aattgggggg 


aggtgctgtg 


agttttgaaa 


aaaaaaaaaa 


aaaaaaaaaa 



2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2680 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3824 



20 



21 



<220> 
<221> 
<222> 
<223> 



11 

3411 

DNA 

Human 



iletion 
(iS) . . (3411) 

Nucleotides 1-59 and 3471-4042 of SEQ ID NO 1 were deleted to 
promde this sequence. 



<400> 11 

gcgatgccgc gcgci 



tccccg 



ctgccgagcc 


gtgcgctccc 


tgctgcgcag 


ccactaccgc 


60 


gttcgtgcgg 


cgcctggggc 


cccagggctg 


gcggctggtg 


120 


tttccgcgcg 


ctggtggccc 


agtgcctggt 


gtgcgtgccc 


180 


cgccgccccc 


tccttccgcc 


aggtgtcctg 


cctgaaggag 


240 


g\ggctgtgc 


gagcgcggcg 


cgaagaacgt 


gctggccttc 


300 


ggcV:gcggg 


ggcccccccg 


aggccttcac 


caccagcgtg 


360 


ggtgaoK^gac 


gcactgcggg 


ggagcggggc 


gtgggggctg 


420 


cgacgtgb^g gttcacctgc 


tggcacgctg 


cgcgctcttt 


480 


cgcctaccaa 


gtgtgcgggc 


cgccgctgta 


ccagctcggc 


540 


cccgccacac 


gctagtggac 


cccgaaggcg 


tctgggatgc 


600 


cgtcagggag 


gcoggggtcc 


ccctgggcct 


gccagccccg 


660 



ctggtggccc gagtgctgca 
ggcttcgcgc tgctggacgg ggc^ 
cgcagctacc tgcccaacac ggtgat 
ctgctgcgcc gcgtgggcga cgacgtgt 
gtgctggtgg ctcccagctg cgcctac< 
gctgccactc aggcccggcc cccgcca( 
gaacgggcct ggaaccatag cgtcagg< 
ggtgcgagga ggcgcggggg cagtgccagc cgaa^ctgc cgttgcccaa gaggcccagg 
cgtggcgctg cccctgagcc ggagcggacg cccgttgagc aggggtcctg ggcccacccg 
ggcaggacgc gtggaccgag tgaccgtggt ttctgtgtgA tgtcacctgc cagacccgcc 
gaagaagcca cctctttgga gggtgcgctc tctggcacgcXgccactccca cccatccgtg 
ggccgccagc accacgcggg ccccccatcc acatcgcggc cVccacgtcc ctgggacacg 
ccttgtcccc cggtgtacgc cgagaccaag cacttcctct accicctcagg cgacaaggag 
cagctgcggc cctccttcct actcagctct ctgaggccca gcctqactgg cgctcggagg 
ctcgtggaga ccatctttct gggttccagg ccctggatgc cagggaWcc ccgcaggttg 
ccccgcctgc cccagcgcta ctggcaaatg cggcccctgt ttctggagfct gcttgggaac 
cacgcgcagt gcccctacgg ggtgctcctc aagacgcact gcccgctgcgy agctgcggtc 
accccagcag ccggtgtctg tgcccgggag aagccccagg gctctgtggc Wcccccgag 



720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 



21 



22 



gaggaggaca cagacccccg tcgcctggtg cagctgctcc gccagcacag cagcccctgg 13 80 

caggtgtaq^ gcttcgtgcg ggcctgcctg cgccggctgg tgcccccagg cctctggggc 1440 

tccaggcaca\acgaacgccg cttcctcagg aacaccaaga agttcatctc cctggggaag 1500 

catgccaagc totcgctgca ggagctgacg tggaagatga gcgtgcggga ctgcgcttgg 1560 



ctgcgcagga 


gcccaqgggt 


tggctgtgtt 


ccggccgcag 


agcaccgtct 


gcgtgaggag 


1620 


atcctggcca 


agttcctgpa 


ctggctgatg 


agtgtgtacg 


tcgtcgagct 


gctcaggtct 


1680 


ttcttttatg 


tcacggagaoL 


cacgtttcaa 


aagaacaggc 


tctttttcta 


ccggaagagt 


1740 


gtctggagca 


agttgcaaag 


\attggaatc 


agacagcact 


tgaagagggt 


gcagctgcgg 


1800 


gagctgtcgg 


aagcagaggt 


cagqcagcat 


cgggaagcca 


ggcccgccct 


gctgacgtcc 


1860 


agactccgct 


tcatccccaa 


gcctgacggg 


ctgcggccga 


ttgtgaacat 


ggactacgtc 


1920 


gtgggagcca 


gaacgttccg 


cagagaMag 


agggccgagc 


gtctcacctc 


gagggtgaag 


1980 


gcactgttca 


gcgtgctcaa 


ctacgagcgg 


gcgcggcgcc 


ccggcctcct 


gggcgcctct 


2040 


gtgctgggcc 


tggacgatat 


ccacagggcc 


Stggcgcacct 


tcgtgctgcg 


tgtgcgggcc 


2100 



caggacccgc cgcctgagct gtactttgtc aaggtggatg tgacgggcgc gtacgacacc 2160 
atcccccagg acaggctcac ggaggtcatc gccagcatca tcaaacccca gaacacgtac 2220 
tgcgtgcgtc ggtatgccgt ggtccagaag gccgccteatg ggcacgtccg caaggccttc 2280 
aagagccacg tctctacctt gacagacctc cagccgt^a tgcgacagtt cgtggctcac 2340 
ctgcaggaga ccagcccgct gagggatgcc gtcgtcatcg^ agcagagctc ctccctgaat 2400 
gaggccagca gtggcctctt cgacgtcttc ctacgcttca \gtgccacca cgccgtgcgc 2460 
atcaggggca agtcctacgt ccagtgccag gggatcccgc 
ctgctctgca gcctgtgcta cggcgacatg gagaacaagc 
gacgggctgc tcctgcgttt ggtggatgat ttcttgttgg 
gcgaaaacct tcctcaggac cctggtccga ggtgtccctg 



gggatcccgc 


agggctccat 


cctctccacg 


2520 


gagaacaagc 


tgtt^tgcggg 


gattcggcgg 


2580 


ttcttgttgg 


tgacaoctca 


cctcacccac 


2640 


ggtgtccctg 


agtatgglctg 


cgtggtgaac 


2700 


gaagacgagg 


ccctgggtga 


cacggctttt 


2760 


tggtgcggcc 


tgctgctggaN 


L tacccggacc 


2820 


gcccggacct 


ccatcagagc 


Qagtctcacc 


2880 


atgcgtcgca 


aactctttgg 


ggVcttgcgg 


2940 


caggtgaaca 


gcctccagac 


ggt^tgcacc 


3000 



23 



aacatctaca agatcctcct gctgcaggcg tacaggtttc acgcatgtgt gctgcagctc 3060 

ccattEcatc agcaagtttg gaagaacccc acatttttcc tgcgcgtcat ctctgacacg 3120 

gcctccctct gctactccat cctgaaagcc aagaacgcag ggatgtcgct gggggccaag 3180 

ggcgccgccg gccctctgcc ctccgaggcc gtgcagtggc tgtgccacca agcattcctg 3240 

ctcaagctgaVtcgacaccg tgtcacctac gtgccactcc tggggtcact caggacagcc 3300 

cagacgcagc tgagtcggaa gctcccgggg acgacgctga ctgccctgga ggccgcagcc 3360 

aacccggcac tgcoctcaga cttcaagacc atcctggact gatggccacc c 3411 

<210> 12 \ 

<211> 4042 \ 

<212> DNA \ 

<213> Homo sapien \ 

<220> \ 

<221> Substitution \ 

<222> (1) , . (4012) \ 1-6 

<223> Nucleotide position^ 1-3220 are identical with the same positions in 
SEQ ID NO: 1. Nucleotide positions 3819 to 4012 are identical to 
positions 3449 to 4042\in SEQ ID NO: 1. 



<400> 12 



gtttcaggca 


gcgctgcgtc 


ctgctgcgca 


vgtgggaagc 


cctggccccg 


gccacccccg 


60 


cgatgccgcg 


cgctccccgc 


tgccgagccg 


tgcgctccct 


gctgcgcagc 


cactaccgcg 


120 


aggtgctgcc 


gctggccacg 


ttcgtgcggc 


gccttggggcc 


ccagggctgg 


cggctggtgc 


180 


agcgcgggga 


cccggcggct 


ttccgcgcgc 


tggtggccca 


gtgcctggtg 


tgcgtgccct 


240 


gggacgcacg 


gccgcccccc 


gccgccccct 


ccttccgccca 


ggtgtcctgc 


ctgaaggagc 


300 


tggtggcccg 


agtgctgcag 


aggctgtgcg 


agcgcggcgs; 


gaagaacgtg 


ctggccttcg 


360 


gcttcgcgct 


gctggacggg 


gcccgcgggg 


gcccccccga 


Wccttcacc 


accagcgtgc 


420 


gcagctacct 


gcccaacacg 


gtgaccgacg 


cactgcgggg 


ga^cggggcg 


tgggggctgc 


480 


tgctgcgccg 


cgtgggcgac 


gacgtgctgg 


ttcacctgct 


ggcacgctgc 


gcgctctttg 


540 


tgctggtggc 


tcccagctgc 


gcctaccagg 


tgtgcgggcc 


gccgcngtac 


cagctcggcg 


600 


ctgccactca 


ggcccggccc 


ccgccacacg 


ctagtggacc 


ccgaaggo^gt 


ctgggatgcg 


660 


aacgggcctg 


gaaccatagc 


gtcagggagg 


ccggggtccc 


cctgggcctg 


ccagccccgg 


720 


gtgcgaggag 


gcgcgggggc 


agtgccagcc 


gaagtctgcc 


gttgcccaag^ 


yaggcccaggc 


780 



23 



> 

24 



gagcggacgc 


ccgttgggca 


ggggtcctgg 


gcccacccgg 


840 


gaccgtggtt 


tctgtgtggt 


gtcacctgcc 


agacccgccg 


900 


ggtgcgctct 


ctggcacgcg 


ccactcccac 


ccatccgtgg 


960 


cccccatcca 


catcgcggcc 


accacgtccc 


tgggacacgc 


1020 


gagaccaagc 


acttcctcta 


ctcctcaggc 


gacaaggagc 


1080 


ctcagctctc 


tgaggcccag 


cctgactggc 


gctcggaggc 


1140 


QQttccaacrc 


CCtQQatQCC 


aQQQactccc 


CQcaaattcrc 


1200 


tggcaaatgc 


ggcccctgtt 


tctggagctg 


cttgggaacc 


1260 


gtgctcctca 


agacgcactg 


cccgctgcga 


gctgcggtca 


1320 


acccgggaga 


agccccaggg 


ctctgtggcg 


gcccccgagg 


1380 



fC 

3cg 
ac 

cttgtccccc g^fgtacgci 

tac tggcaaatgc ggcccctgtt tctggagctg 
ggg gtgctcctca agacgcactg cccgctgcga 
tgt \gcccgggaga agccccaggg ctctgtggcg 
cgcctggtgc agctgctccg ccagcacagc 
::gg gcctigcctgc gccggctggt gcccccaggc 
rgc ttcctWgga acaccaagaa gttcatctcc 
:ag gagctga^gt ggaagatgag cgtgcgggac 
gtt ggctgtgtcc cggccgcaga gcaccgtctg 
-ac tggctgatgaNgtgtgtacgt cgtcgagctg 
acc acgtttcaaa agaacaggct ctttttctac 
age attggaatca gaoagcactt gaagagggtg 
gtc aggcagcatc gggaagccag gcccgccctg 
aag cctgacgggc tgcggccgat tgtgaacatg 
:gc agagaaaaga gggccgagcg tctcacctcg 
aac tacgagcggg cgcggcgcca cggcctcctg 
ate cacagggcct ggcgcacctt TOtgctgcgt 
:tg tactttgtca aggtggatgt gaWggcgcg 
acg gaggtcatcg ccagcatcat caaeuccccag 
?tg gtccagaagg ccgcccatgg gcacguccgc 

gtggctcacc 



aacgttccgc 


agagaaaaga 


gggccgagcg 


tctcacctcg 


cgtgctcaac 


tacgagcggg 


cgcggcgccd 


cggcctcctg 


ggacgatatc 


cacagggcct 


ggcgcacctt 


totgctgcgt 


gcctgagctg 


tactttgtca 


aggtggatgt 


gaWggcgcg 


caggctcacg 


gaggtcatcg 


ccagcatcat 


caaeuccccag 


gtatgccgtg 


gtccagaagg 


ccgcccatgg 


gcacguccgc 


ctctaccttg 


acagacctcc 


agccgtacat 


gcgacagktc 


cagcccgctg 


agggatgccg 


tcgtcatcga 


gcagagctcc 


tggcctcttc 


gacgtcttcc 


tacgcttcat 


gtgccaccac 



1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 



24 



25 



tcaggggdVa 


gtcctacgtc 


cagtgccagg 


ggatcccgca 


gggctccatc 


ctctccacgc 


tgctctgcag> 


icctgtgctac 


ggcgacatgg 


agaacaagct 


gtttgcgggg 


attcggcggg 


acgggctgct 


cVtgcgtttg 


gtggatgatt 


tcttgttggt 


gacacctcac 


ctcacccacg 


cgaaaacctt 


cctMggacc 


ctggtccgag 


gtgtccctga 


gtatggctgc 


gtggtgaact 


tgcggaagac 


agtgg\gaac 


ttccctgtag 


aagacgaggc 


cctgggtggc 


acggcttttg 


ttcagatgcc 


ggcccacj^ggc 


ctattcccct 


ggtgcggcct 


gctgctggat 


acccggaccc 


tggaggtgca 


gagcgacta^c 


tccagctatg 


cccggacctc 


catcagagcc 


agtctcacct 


tcaaccgcgg 


cttcaaggct^ 


^ggaggaaca 


tgcgtcgcaa 


actctttggg 


gtcttgcggc 


tgaagtgtca 


cagcctgttt 


cVggatttgc 


aggtgaacag 


cctccagacg 


gtgtgcacca 


acatctacaa 


gatcctcctg 


ctgVaggcgt 


acaggtttca 


cgcatgtgtg 


ctgcagctcc 


catttcatca 


gcaagtttgg 


aagaatccca 


catttttcct 


gcgcgtcatc 


tctgacacgg 


cctccctctg 


ctactccatc 


ctgaaagcca 


agaacgcagg 


tatgtgcagg 


tgcctggcct 


cagtggcagc 


agtgcctgcc 


tgctggtgyt 


agtgtgtcag 


gagactgagt 


gaatctgggc 



ttaggaagtt cttacccctt ttcgcatcag Vaagtggttt aacccaacca ctgtcaggct 
cgtctgcccg ccctctcgtg gggtgagcag aqcacctgat ggaagggaca ggagctgtct 
gggagctgcc atccttccca ccttgctctg cctqgggaag cgctgggggg cctggtctct 
cctgtttgcc ccatggtggg atttgggggg cctggtctct cctgtttgcc ctgtggtggg 

aaacccagg ccaagggctt 
-agaggccg cgtatcacca 
Lcctctgcccc tggacacttt 



attgggctgt 


ctcccgtcca 


tggcacttag 


aggaggaggc 


caggcccagg 


ctaccccacc 


cgacagagcc 


ccgcgccgtc 


ctctgcttcc 


gtccagcatc 


agggaggttt 


ctgatccgtc 


ctgagcttaa 


cagcttctac 


tttctgttct 


ctgggagctc 


tgggaatttg 


gagtgaccaa 


gcacctggat 


gggggtccct 


gtgggtcaaa 


tgaatatatg 


agtttttcag 


ttttgaaaaa 



2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4012 



